Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.053; wR factor = 0.157; data-to-parameter ratio = 13.9.
The asymmetric unit of the title compound, C 34 H 31 N 3 O 2 , consists of two independent molecules which differ slightly in the orientations of the phenyl rings with respect to the pyrrolidine ring. In both molecules, the piperidin-4-one ring adopts a chair conformation, whereas the pyrrolidine ring adopts an envelope conformation in one of the molecules and a twisted conformation in the other. An intramolecular C-HÁ Á ÁO hydrogen bond is observed. The crystal packing is stabilized by intermolecular N-HÁ Á ÁO hydrogen bonds and C-HÁ Á Á interactions.
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For the biological activities of oxindole derivatives, see: Bhattacharya et al. (1982) ; Glover et al. (1998) ; Govind et al. (2004) ; Hilton et al. (2000) ; Jeyabharathi et al. (2001) ; Kirsch et al. (2004) ; Klumpp et al. (1998) ; Kumar et al. (1993 Kumar et al. ( , 2006 ; Medvedev et al. (1996) . For bond-length data, see: Allen et al. (1987) .
Experimental
Crystal data C 34 H 31 N 3 O 2 M r = 513.62 Triclinic, P1 a = 10.8575 (3) Å b = 13.7909 (5) Å c = 20.5053 (9) Å = 89.767 (6) = 75.056 (4) = 71.846 (3) V = 2809.1 (2) Å 3 Z = 4 Mo K radiation = 0.08 mm À1 T = 293 (2) K 0.17 Â 0.13 Â 0.11 mm
Data collection
Nonius MACH-3 diffractometer Absorption correction: scan (North et al., 1968) T min = 0.988, T max = 0.992 11592 measured reflections 9879 independent reflections 4342 reflections with I > 2(I) R int = 0.026 2 standard reflections frequency: 60 min intensity decay: none Refinement R[F 2 > 2(F 2 )] = 0.053 wR(F 2 ) = 0.157 S = 0.99 9879 reflections 711 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.26 e Å À3 Á min = À0.28 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 1-Benzyl-4',5'-diphenylpiperidine-3-spiro-3'-pyrrolidine-2'-spiro-3''-indoline-4,2''-dione Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 120.3 (4) C49-C54-C53 119.8 (5) C18-C17-H17 119.9 C49-C54-H54 120.1 C16-C17-H17 119.9 C53-C54-H54 120.1 C19-C18-C17 119.2 (4) N5-C55-C56 111.2 (3) C19-C18-H18 120.4 N5-C55-C48 100.3 (2) C17-C18-H18 120.4 C56-C55-C48 115.5 (2) C18-C19-C20 120.2 (4) N5-C55-H55 109.8 C18-C19-H19 119.9 C56-C55-H55 109.8 C20-C19-H19 119.9 C48-C55-H55 109.8 C19-C20-C15 121.9 (3) C61-C56-C57 117.4 (3) C19-C20-H20 119.1 C61-C56-C55 121.5 (3) C15-C20-H20 119.1 C57-C56-C55 121.1 (3) N2-C21-C22 111.6 (3) C58-C57-C56 121.1 (4) N2-C21-C14 100.5 (2) C58-C57-H57 119.5 C22-C21-C14 114.2 (2) C56-C57-H57 119.5 N2-C21-H21 110.0 C59-C58-C57 120.0 (4) C22-C21-H21 110.0 C59-C58-H58 120.0 C14-C21-H21 110.0 C57-C58-H58 120.0 C27-C22-C23 118.3 (3) C60-C59-C58 119.9 (4) C27-C22-C21 120.7 (3) C60-C59-H59 120.1 C23-C22-C21 120.9 (3) C58-C59-H59 120.1 C22-C23-C24 120.9 (4) C59-C60-C61 119.9 (4) C22-C23-H23 119.6 C59-C60-H60 120.0 C24-C23-H23 119.6 C61-C60-H60 120.0 C25-C24-C23 120.2 (4) C60-C61-C56 121.7 (3) C25-C24-H24 119.9 C60-C61-H61 119.1 C23-C24-H24 119.9 C56-C61-H61 119.1 C24-C25-C26 120.0 (4) N5-C62-C63 110.5 (2) C24-C25-H25 120.0 N5-C62-C69 110.6 (2) C26-C25-H25 120.0 C63-C62-C69 100.8 (2) C25-C26-C27 119.9 (4) N5-C62-C39 103.8 (2) C25-C26-H26 120.1 C63-C62-C39 118.1 (2) Hydrogen-bond geometry (Å, °) 
Special details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
